I. Introduction
The present state of the pig gene map includes roughly 40 genes. Most of them belong to linkage groups, whereas only a few genes have been assigned directly to a chromosome. The genes for HPRT, G6PD, PGK and GLA have 'been located on the Reprint request : Prof. Dr. G. Stranzinger.
X-chromosome by means of somatic cell hybrids (F OERSTER et al. , 1980 ; G ELLIN et al. , 1980 ; L EONG et al. , 1983a) . The diseases « splayleg » (Lnx, 1971) and « tremor AIII » (H ARDING et al. , 1973) are also associated with the X-chromosome. Autosomal assignments were made by the methods of family analysis, in situ hybridization and mostly somatic cell hybridization. The gene for the G blood group has been assigned to chromosome no. 15 by family studies (FRIES, 1982 ; Ttxxorrov & Ntxrrirr, 1983 ; T IKHON ov et al. , 1983 ; FRIES et al. , 1984) . This implies that the linkage group GPI-HAL-S-H-P02-PGD could also be located on chromosome no. 15, as a close linkage between the loci for the G and the H blood groups and a weak linkage between the locus for GPI and the centromere of chromosome no. 15 (FRIES et al. , 1982) have been found. By in situ hybridization the loci for the SLA could be assigned to chromosome no. 7 (G EFFROTIN et al. , 1984 ; R ABIN et al. , 1985 ; E CHARD et al., 1986) . Therefore the linkage group C-J (M UIR & R ASMUSEN , 1974) is likely to be located on the same chromosome, since a close linkage has been found between the loci for the blood group J and the SLA (H RUBAN et al., 1976) . The following genes have been assigned by the approach of somatic cell hybridization. The syntenic group MPI-NP-PKM2 (G ELLIN et al., 1981) has been located on chromosome no. 3 (E CHARD et al. , 1982 ; The pig chromosomes were identified within the metaphases without arranging them in karyotypes ( fig. 1 ). On the average 40 metaphases were analysed per hybrid cell line. In most cases the metaphases were incomplete. As this loss of chromosomes is due to the influence of the chromosome preparation, that is physical factors, rather than biological factors, we assumed that it occurred randomly. Pig chromosomes were considered to be present in a hybrid cell line, when they could be found in at least 10 p. 100 of the investigated metaphases. The pig Y-chromosome has been omitted, as it is highly unlikely to harbor the genes of the investigated enzymes. Also it has not been found in this investigation. The (fig. 3) E CHARD et al. (1982 ; is connected with 0 p. 100 discordancy at a donor chromosome level of 90 p. 100.
A possible explanation of the 2 contradictory assignments could be, e.g. a submicroscopic translocation of the genes concerned, from chromosome no. 7 to no. 3. Such a translocation would imply that the 3 loci investigated are closely linked. This possibility can not be excluded as E CHARD et al. (1982 ; 1984) investigated secondary hybrid cell lines which were derived from one single hybrid cell line. But as this hypothesis is based on many assumptions, it cannot fully satisfy.
Another explanation for the different assignments, and especially for the different rates or discordancy, is the differences in the chosen donor chromosome levels. If the chosen donor chromosome level differs too much from the chromosome level really needed for the detection of a certain gene product, chance associations will occur. We considered a donor chromosome to be present at a level of 10 p. 100, whereas E CHARD et al. (1982 ; 1984) 
